SEQUENCE LISTING 



<110> Moore, et al. 

<120> Human FK506 Binding Proteins 

<130> PF392 

<140> Unassigned 
<141> 1999-01-06 



<150> 60/070,875 
<151> 1998-01-09 

<160> 8 

<170> Patentin Ver. 2,0 

<210> 1 
<211> 1234 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> (61) . . (1008) 

<400> 1 

ggaggttggt ggcgactccc tcgctcgccc tcactgcc^g 

atg ttc ccc gcg ggc ccc ccc age cac age ttc 
Met Phe Pro Ala Gly Pro Pro Ser His Ser fLeu 
15 10 



cggtcccaac tccaggcacc 60 



etc egg etc ccc ctg 
Leu Arg Leu Pro Leu 
15 



108 



ctg cag ttg ctg eta ctg gtg gtg cag gcd gtg 
Leu Gin Leu Leu Leu Leu Val Val Gin Al^ Val 
20 25 



ggg agg ggg ctg ggc 
Gly Arg Gly Leu Gly 
30 



155 



cgc gee age ccg gcc ggg ggc ccc ctg gia gat 

Arg Ala Ser Pro Ala Gly Gly Pro Leu G/Lu Asp 

35 40 

tac cac ate ccc agg gcc tgt ccc egg baa gtg 

Tyr His lie Pro Arg Ala Cys Pro Arg /Glu Val 
50 55 

gtg cgc tac cac tac aac ggc act tttf gaa gat 

Val Arg Tyr His Tyr Asn Gly Thr Phjb Glu Asp 

65 70 / 75 

tea age tat gat cgc aac ace ttg gJbg gcc ate 

Ser Ser Tyr Asp Arg Asn Thr Leu "Jal Ala lie 

85 / 90 



cgc etc ate act ggc atg gac cga 
Arg Leu lie Thr Gly Met Asp Arg 
100 



ggc etc atg 
Gly Leu Met 
105 



gag egg cga cgc etc att gtg cct ccc cac ctg 
Glu Arg Arg Arg Leu He Val Pro Pro His Leu 
115 12^ 



gtg gtc ate gag agg 204 
Val Val He Glu Arg 
45 

cag atg ggg gat ttt 252 
Gin Met Gly Asp Phe 
60 

ggc aag aag ttt gat 300 
Gly Lys Lys Phe Asp 
80 

gtg gtg ggt gtg ggg 348 
Val Val Gly Val Gly 
95 

ggc atg tgt gtc aac 396 
Gly Met Cys Val Asn 
110 

ggc tat ggg age ate 444 
Gly Tyr Gly Ser He 
125 



2 



ggc ctg gcg ggg etc att cca ccg gat gcc acc 
Gly Leu Ala Gly Leu lie Pro Pro Asp Ala Thr 
130 135 

gtt ctg ctg gat gtg tgg aac aag gaa gac acc 
Val Leu Leu Asp Val Trp Asn Lys Glu Asp Thr 
145 • 150 155 

ttg ctg cgc ccg ccc cac tgc ccc cgc atg gtc 
Leu Leu Arg Pro Pro His Cys Pro Arg Met Val 
165 170 

gtc cgc tac cac tac aat ggc acc ctg ctg gac 
Val Arg Tyr His Tyr Asn Gly Thr Leu Leu Asp 
180 185 

acc age tac agt aag ggc ggc act tat gac acc 
Thr Ser Tyr Ser Lys Gly Gly Thr Tyr Asp Thr 
195 200 

tgg ctg ate aag ggc atg gac cag ggg ctg ctg 
Trp Leu He Lys Gly Met Asp Gin Gly Leu Leu 
210 215 

cag aga agg aag att ate ate cct cca ttc etc 
Gin Arg Arg Lys He He He Pro Pro Phe 
225 230 

ggc tat ggt gag ggt ggg caa gga cac aac 
Gly Tyr Gly Glu Gly Gly Gin Gly His Ly^ 
24 5 2/0 

ggg aaa aac cag gee tec aca tac agt/tgc tea 
Gly Lys Asn Gin Ala Ser Thr Tyr Se/ Cys Ser 
260 2 

gag ggc ate caa cca agg act caa ^ggt ggg atg 
Glu Gly He Gin Pro Arg Thr Gln/Gly Gly Met 
275 28 

get act aag aag ggg tgc ttt cfgc egg gcg tgg 
Ala Thr Lys Lys Gly Cys Phe /Gly Arg Ala Trp 
290 295/ 

ate cca gca ctt tgg gaa gi6c aag gcg gga gga 
He Pro Ala Leu Trp Glu Ala Lys Ala Gly Gly 
305 310 / 315 

gagatcgaga ccacggtgaa aeeccgtctc tactaaaaat 

tggtgggggc gcctgtagta ceagctactc ggagaggctg 

cecgggaggc ggagettgca gtgagecgag atcttgccac 

agagcgagae tctgtctcaa aaaaaaaaaa aaaaaa 



etc tac 
Leu Tyr 
140 

gtg cag 
Val Gin 



cag gac 
Gin Asp 



ggc acc 
Gly Thr 



ttc gat gtg y492 
Phe Asp Val 



gtg age acCa ' 
Val Ser /hr 
160 

ggc a6c ttt 
Gly ^sp Phe 
^^175 

t^e ttc gac 
?er Phe Asp 
fl90 



540 



588 



636 



684 



tac gyc ggc tct ggt 
Tyr vAl Gly. Ser Gly 
>05 



qgt 3itq tgt cct gga 732 
G/y ;!^et Cys Gly 



3^cc tat/'ggc gag aaa 780 
^Al/vj>^ Gly Glu Lys 

240 

'aaa ttc cgc aga aga 828 
Lys Phe Arg Arg Arg 
255 

ggt tgt ata ctg cac 876 
Gly Cys He Leu His 
270 

aaa tct acc ctt ggt 924 
Lys Ser Thr Leu Gly 
285 

tgg etc aeg ctt gta 972 
Trp Leu Thr Leu Val 
300 

tea cgaggtccag lOlE 
Ser 



acaaaaaaat tagcegggcg 1078 
aggcaggaaa atgacgtgaa 1138 
tgcactccag cetgggtgac 1198 

1234 



<210> 2 
<211> 316 
<212> PRT 
<213> Homo sapijbns 



<400> 2 
Met Phe Pro 
1 



Ala Gly Pro Pro Ser His Ser Leu Leu Arg Leu Pro Leuy 
5 10 15 



Leu Gin Leu 



Leu Leu Leu Val Val Gin Ala Val Gly Arg Gly Leu ^ly 
20 25 30 



Arg Ala Ser 
35 



Pro Ala Gly Gly Pro Leu Glu Asp Val Val He C^u Arg 
40 45 



Tyr His He 
50 



Pro Arg Ala Cys Pro Arg Glu Val Gin Met Gl/ Asp Phe 
55 60 



Val Arg Tyr 
65 



His Tyr Asn Gly Thr Phe Glu Asp Gly Lys /Lys Phe Asp 
70 75 / ^ 80 



Ser Ser Tyr 
Arg Leu lie 



Asp Arg Asn Thr Leu Val Ala lie Val Vkl Gly^Val Gly 
85 90 / / 95 

Thr Gly Met Asp Arg Gly Leu Met Gl^ Me^f Cys Val Asn 
100 105 / / 110 



Glu Arg Arg 
115 

Gly Leu Ala 
130 



Arg Leu lie Val Pro Pro His Leu/Gly/Tyr^ 
120 / 12'/ 



Ser He 



Gly Leu He Pro Pro Asp Ala JThr LeiJh-Tyr Phe Asp Val 
135 / 140 



Val Leu Leu 
145 



Asp Val Trp Asn Lys Glu A^p Thr Val Gin Val Ser Thr 
150 / 155 160 



Leu Leu Arg 
Val Arg Tyr 



Pro Pro His Cys Pro Arrf Met Val Gin Asp Gly Asp Phe 

165 / 170 175 

His Tyr Asn Gly Thr /Leu Leu Asp Gly Thr Ser Phe Asp 

180 /l85 190 



Thr Ser Tyr 
195 



Ser Lys Gly Gly '^hr Tyr Asp Thr Tyr Val Gly Ser Gly 

0 205 



Trp Leu He 
210 



Lys Gly Met Asp Gin Gly Leu Leu Gly Met Cys Pro Gly 
2/5 220 



Gin Arg Arg 
225 



Lys He Ile/lle Pro Pro Phe Leu Ala Tyr Gly Glu Lys 
23/ 235 240 



Gly Tyr Gly 
Gly Lys Asn 



Glu Gly G^y Gin Gly His Lys Gly Lys Phe Arg Arg Arg 

245 / 250 255 

Gin Alat Ser Thr Tyr Ser Cys Ser Gly Cys He Leu His 

260 / 265 270 



Glu Gly He 
275 



Gin fro Arg Thr Gin Gly Gly Met Lys Ser Thr Leu Gly 
280 285 



Ala Thr Lys 
290 



Ly^ Gly Cys Phe Gly Arg Ala Trp Trp Leu Thr Leu Val 
295 300 



He Pro Ala 
305 



3U Trp Glu Ala Lys Ala Gly Gly Ser 
310 315 



<210> 3 

<211> 2145 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (2) . 



(1324) 



<400> 3 

c ttc gat gtg gtt ctg ctg gat gtg tgg aac aag gaa gac aofc gtg cag 4 9 

Phe Asp Val Val Leu Leu Asp Val Trp Asn Lys Glu Asp J\mc Val Gin 

1 5 10/15 



gtg age aca ttg ctg cgc ccg ccc cac tgc ccc cgc atg/gtc cag gac 
Val Ser Thr Leu Leu Arg Pro Pro His Cys Pro Arg Met/ Val Gin Asp 
20 25 / 30 



97 



ggc gac ttt gtc cgc tac cac tac aat ggc acc ctg /ctg gac ggc acc 
Gly Asp Phe Val Arg Tyr His Tyr Asn Gly Thr Leu/ Lea-Asp Gly Thr 
35 40 / 



tec ttc gac acc age tac agt aag ggc ggc act 
Ser Phe Asp Thr Ser Tyr Ser Lys Gly Gly Th:^ 
50 55 



gac acc tac gtc 
Asp Thr Tyr Val 



60 



145 



193 



ggc tct ggt tgg ctg ate aag ggc atg gac^ 
Gly Ser Gly Trp Leu lie Lys Gly Met Asf 
65 70 



ggg ctg ctg ggc atg 
Gly Leu Leu Gly Met 
80 



241 



tgt cct gga gag aga agg aag att ate 
Cys Pro Gly Glu Arg Arg Lys lie Ile^ 
85 



:c cct cca ttc ctg gcc tat 
[le Pro Pro Phe Leu Ala Tyr 
90 95 



289 



ggc gag aaa ggc tat ggg aca gtg a^c ccc cca cag gcc teg ctg gtc 
Gly Glu Lys Gly Tyr Gly Thr Val /le Pro Pro Gin Ala Ser Leu Val 
100 /l05 110 



337 



ttt cac gtc etc ctg att gac gtfg cac aac ccg aag gac get gtc cag 
Phe His Val Leu Leu lie Asp Val His Asn Pro Lys Asp Ala Val Gin 
115 /l20 125 



385 



eta gag acg ctg gag etc odo ccc ggc tgt gtc cgc aga gcc ggg gcc 
Leu Glu Thr Leu Glu Leu E^o Pro Gly Cys Val Arg Arg Ala Gly Ala 
130 /35 140 



433 



ggg gac ttc atg cgc tait cac tac aat ggc tec ttg atg gac ggc ace 
Gly Asp Phe Met Arg T/r His Tyr Asn Gly Ser Leu Met Asp Gly Thr 
145 1^0 155 160 



481 



etc ttc gat tec age/ tac tec cac aac cac acc tac aat acc tat ate 
Leu Phe Asp Ser Ser Tyr Ser His Asn His Thr Tyr Asn Thr Tyr lie 
105 170 175 



529 



ggg cag ggt tac kt.c ate ccc ggg atg gac cag ggg ctg cag ggt gcc 
Gly Gin Gly T^yrlll^ lie Pro Gly Met Asp Gin Gly Leu Gin Gly Ala 
18(7 185 190 



577 



tgc atg ggg gia cgc egg aga att acc ate ccc ccg cac etc gcc tat 
Cys Met Gly Glu Arg Arg Arg lie Thr lie Pro Pro His Leu Ala Tyr 
195 / 200 205 



625 



I 



ggg gag aat gga act gga gac aag ate cct ggc tct gcc gtg eta ate 
Gly Glu Asn Gly Thr Gly Asp Lys lie Pro Gly Ser Ala Val Leu lie 
210 215 220 



tte aac gtc cat gtc att gac ttc cac aac ect geg gat gtg gtg gaa 
Phe Asn Val His Val lie Asp Phe His Asn Pro Ala Asp Val Val Gluy 
225 230 235 245 



721 



ate agg aca ctg tee egg eca tct gag ace tge aat gag ace ace 
lie Arg Thr Leu Ser Arg Pro Ser Glu Thr Cys Asn Glu Thr Thr/Lys 
245 250 21 



769 



ctt ggg gac ttt gtt cga tac eat tae aac tgt tct ttg ctg >Gfac ggc 
Leu Gly Asp Phe Val Arg Tyr His Tyr Asn Cys Ser Leu Lei/ Asp Gly 
260 265 21 



817 



acc cag ctg ttc ace teg cat gac tac ggg gcc ccc cag /gag geg act 
Thr Gin Leu Phe Thr Ser His Asp Tyr Gly Ala Pro Gl/ Glu Ala Thr 
275 280 2i 



865 



etc ggg gee aac aag gtg ate gaa ggc ctg gac aeg 
Leu Gly Ala Asn Lys Val lie Glu Gly Leu Asp Th^ 
290 295 



e ctg cag ggc 
^Gly Leu Gin Gly 



913 



atg tgt gtg gga gag agg egg cag etc ate gtc 
Met Cys Val Gly Glu Arg Arg Gin Leu He Va ' 
305 310 3i 



^cg cac ctg gcc 
Pro His Leu Ala 
320 



961 



cac ggg gag agt gga gcc egg gga gtc eca >^gc agt get gtg ctg ctg 
His Gly Glu Ser Gly Ala Arg Gly Val Pro/ciy Ser Ala Val Leu Leu 
325 33/ 335 



1009 



ttt gag gtg gag ctg gtg tec egg gag 4at ggg ctg ccc aca ggc tae 
Phe Glu Val Glu Leu Val Ser Arg Glu/Asp Gly Leu Pro Thr Gly Tyr 
340 34/ 350 



1057 



ctg ttt gtg tgg cac aag gac cct dot gcc aac ctg ttt gaa gac ata 
Leu Phe Val Trp His Lys Asp Pro /Pro Ala Asn Leu Phe Glu Asp He 
355 " 36C/ 365 



1105 



gac etc aac aag gat ggc gag 
Asp Leu Asn Lys Asp Gly Glu 
370 375 ' 



zc cct ccg gag gag ttc tec acc ttc 
/al Pro Pro Glu Glu Phe Ser Thr Phe 
380 



1153 



ate aag get eaa gtg agt gag ggc aaa gga cgc etc atg cct ggg cag 
He Lys Ala Gin Val Ser ^lu Gly Lys Gly Arg Leu Met Pro Gly Gin 
385 390/ 395 400 



1201 



gac cct gag aaa acc at/a gga gac atg ttc cag aac cag gac cgc aac 
Asp Pro Glu Lys Thr lie Gly Asp Met Phe Gin Asn Gin Asp Arg Asn 
405 / 410 415 



1249 



cag gac ggc aag ate 
Gin Asp Gly Lys 11;^ 
420 



aca gtc gac gag etc aag ctg aag tea gat gag 
Thr Val Asp Glu Leu Lys Leu Lys Ser Asp Glu 
425 430 



1297 



gac gag gag egg gtc cac gag gag etc tgaggggcag ggagcctggc 
Asp Glu Glu Arg /Val His Glu Glu Leu 
435 / 440 



1344 



caggectgag acacagaggc ecactgcgag ggggacagtg gcggtgggac tgacctgctg 1404 



acagtcaccc 
gacatctctg 
ttctcttcca 
cctgtggagc 
atcactgaca 
ttgtcatccc 
cttcctcccc 
cctctcccat 
ctgctggagg 
ggaaccatag 
tgttagggct 
cacactcaaa 
accaaaaaaa 



tccctctgct 
gtgttcccac 
tccctaaacc 
ctggggttgg 
cagctgagct 
cactcccagc 
aatcctgact 
gccctttgcc 
ccagactggg 
aagagaggaa 
atgaaatctt 
ggctaaactg 
aaaaaaaaaa 



gggatgaggt 
caccctagat 
acttccttaa 
atagggccat 
tgttatccat 
ccctattcct 
ggctcctagg 
ctcctccctc 
ctgtagttag 
gaaaacaaag 
ggatttgggg 
gtgtcagtcc 
a 



ccaggagcca 
gaaaatccac 
aatgtttgga 
ggctggtccc 
ctccccaaac 
ctatgtgaca 
gaaggggaag 
gcctccagtg 
cttttcatcc 
ggcatgtgtg 
ctgaggggtg 
ttttttcctt 



actaaaacaa 
agcacagacc 
tttgcaaagc 
ccaccatacc 
tttctctttc 
gctggctagg 
gctcctggag 
gaggctgagj 
ctaaaga/gg 
aggga/gctg 
gga/ggag( 
tdttca^aat 



tggcagagga 
tctaccgtgt 
caattt 
tcccctodac 
tttgtfecttc 
acacctctqc 
gcagcccta 
tgaccctggg 



<210> 4 
<211> 441 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Phe Asp Val Val Leu 
1 5 

Val Ser Thr Leu Leu 
20 

Gly Asp Phe Val Arg 
35 

Ser Phe Asp Thr Ser 
50 

Gly Ser Gly Trp Leu 
65 




Tyr Ser Lys 

/ 

He /Lys Gly 



Asn Gly 
Gly Gly 
Met Asp 



Asp Thr Val Gin 
15 

Met Val Gin Asp 
30 



Thr Leu Leu Asp Gly Thr 
45 



Thr Tyr 
60 

Gin Gly 
75 



Asp Thr Tyr Val 



Leu Leu Gly Met 
80 



Cys Pro Gly Glu Arg 
85 

Gly Glu Lys Gly Tyr-' 
100 / 

Phe His Val Leu L*eu 
115 



Arg Lys He 
Gly Thr Val 



He Asp Val 
120 



He He Pro Pro Phe Leu Ala Tyr 
90 95 

He Pro Pro Gin Ala Ser Leu Val 
105 110 



His Asn Pro Lys 



Asp Ala Val Gin 
125 



Leu Glu Thr Leu Glu 

130 y 

/ 

/ 

Gly Asp Phe Met Arg 
145 / 



Leu Pro Pro 
135 

Tyr His Tyr 
150 



Gly Cys 
Asn Gly 



Val Arg 
140 

Ser Leu 
155 



Arg Ala Gly Ala 



Met Asp Gly Thr 
160 



/ 



Leu Phe Asp Ser Ser Tyr Ser His Asn His Thr Tyr Asn 
165 170 



Thr Tyr lie 
175 



Gly Gin Gly Tyr lie lie Pro Gly Met Asp Gin Gly Leu Gin Gly Al/ 
180 185 190 

Cys Met- Gly Glu Arg Arg Arg lie Thr lie Pro Pro His Leu Ala/Tyr 
195 200 205 



Gly Glu Asn Gly Thr Gly Asp Lys lie Pro Gly Ser Ala 
210 215 220 



Val l/eu lie 



Phe Asn Val His Val lie Asp Phe His Asn Pro Ala Asp Vad Val Glu 
225 230 235 / 240 



lie Arg Thr Leu Ser Arg Pro Ser Glu Thr Cys Asn Gluy 
245 250 



Thr Thr Lys 
255 



Leu Gly Asp Phe Val Arg Tyr His Tyr Asn Cys Ser 
260 265 



^eu Asp Gly 
270 



Thr Gin Leu Phe Thr Ser His Asp Tyr Gly Ala Gin Glu Ala Thr 

275 280 // 28J 



Leu Gly Ala Asn Lys Val lie Glu Gly Leu 
290 295 



rrhij^Gly Leu Gin Gly 



Met Cys Val Gly Glu Arg Arg Gin Leu lie y&l Pro Pro 
305 310 /315 



His Leu Ala 
320 



His Gly Glu Ser Gly Ala Arg Gly Val Vxh Gly Ser Ala 
32 5 3/0 



Val Leu Leu 
335 



Phe Glu Val Glu Leu Val Ser Arg Glu/Asp Gly Leu Pro 
340 34J 



Thr Gly Tyr 
350 



Leu Phe Val Trp His Lys Asp Pro E^ro Ala Asn Leu Phe Glu Asp lie 
355 360/ 365 



Asp Leu Asn Lys Asp Gly Glu Val Pro Pro Glu Glu Phe 
370 375 / 380 



Ser Thr Phe 



lie Lys Ala Gin Val Ser Glu/Gly Lys Gly Arg Leu Met 
385 390 / 395 



Pro Gly Gin 
400 



Asp Pro Glu Lys Thr lie ^ly Asp Met Phe Gin Asn Gin 
405 / 410 



Asp Arg Asn 
415 



Gin Asp Gly Lys lie Tbt Val Asp Glu Leu Lys Leu Lys 
420 / 425 



Ser Asp Glu 
430 



Asp Glu Glu Arg Val/His Glu Glu Leu 
435 / 440 



<210> 5 
<211> 3451 
<212> DNA 
<213> Homo sapiens 



<220> 



<221> CDS 

<222> (130) . . (1752) 
<220> 

<221> misc_feature 
<222> (1124) 

<223> n equals a, t, g, or c 
<220> 

<221> misc_feature 
<222> (2061) 

<223> n equals a, t, g, or c 
<220> 

<221> inisc_f eature 
<222> (2111) 

<223> n equals a, t, g, or c 
<220> 

<221> misc^f eature 
<222> (2171) 

<223> n equals a, t, g, or c 



<220> 

<221> misc^f eature 
<222> (2411) 

<223> n equals a, t, g, or c 
<220> 

<221> misc_f eature 
<222> (2449) 

<223> n equals a, t , g, or c 
<220> 

<221> misc_feature 

<222> (2451) . . (2452) 

<223> n equals a, t, g, or c 

<220> 

<221> misc_f eature 
<222> (2470) 

<223> n equals a, t, g, or 
<220> 

<221> misc_f eature 
<222> (2475) 
<223> n equals a, t, g, 

<220> 

<221> niisc_f eature 
<222> (2477) 

<223> n equals a, t/ g, or c 
<220> 

<221> misc_f eatur^ 
<222> (2485) 

<223> n equals af t, g, or c 
<220> 

<221> Tnisc_f eat^ure 
<222> (2520) 
<223> n equals a, t, g, or c 



<220> 

<221> inisc__f eature 
<222> (2529) 

<223> n equals a, t, g, or c 
<220> 

<221> misc_f eature 
<222> (2570) 

<223> n equals a, t, g, or c 
<220> 

<221> misc_f eature 
<222> (2581) 

<223> n equals a, t, g, or c 
<220> 

<221> misc_f eature 
<222> (2589) 

<223> n equals a, t, g, or c 
<220> 

<221> misc_f eature 
<222> (2600) 

<223> n equals a, t, g, or c 
<220> 

<221> misc_feature 
<222> (2602) 

<223> n equals a, t, g, or c 
<220> 

<221> misc_f eature 
<222> (2604) 

<223> n equals a, t, g, or c 
<220> 

<221> mi sc_f eature 
<222> (2606) 

<223> n equals a, t, g, or c 
<220> 

<221> inisc_f eature 
<222> (2611) 

<223> n equals a, t^ g, or 
<220> 

<221> misc^f eature 
<222> (2613) 

<223> n equals a, t, g,/or c 
<400> 5 

gcgtccgcgg ctgcagcccd^ ggtagggcca ggagacccgg tccacgtttg caaacgcagc 60 

cgaacgccca ggccgacocg tgccgcccga gcgccgcgct gcgtccgcgc cactcttctc 120 

gccgccccg atg gcg/ttc egg ggc tgg agg ccc ccg ccg cca cog ctg etc 171 
Met Alaf Phe Arg Gly Trp Arg Pro Pro Pro Pro Pro Leu Leu 
1 / 5 10 




ctg ctg ctg ctd tgg gtg acc ggg cag gca gcg ccc gtg gcg ggc ctg 219 
Leu Leu Leu Leu Trp Val Thr Gly Gin Ala Ala Pro Val Ala Gly Leu 



% 



10 



15 



20 



ggc tec gac gcg gag ctg cag ate gag egg cgc ttc gtg ece gae gag 
Gly Ser Asp Ala Glu Leu Gin He Glu Arg Arg Phe Val Pro Asp Glu 
35 40 45 

tge ccg ege aec gtg cgc age ggc gac ttc gtg cgc tac eac tac gtg 
Cys Pro Arg Thr Val Arg Ser Gly Asp Phe Val Arg Tyr His Tyr Vgfl 
50 55 60 

ggg acg ttc ece gae ggc cag aag ttc gac tec age tat gac agi gac 
Gly Thr Phe Pro Asp Gly Gin Lys Phe Asp Ser Ser Tyr Asp Asp 
65 70 75 



tec act ttc aat gtg ttt gtg gga aaa gga cag ctg ate aa6 ggg atg 

Ser Thr Phe Asn Val Phe Val Gly Lys Gly Gin Leu He Tpr Gly Met 

80 85 90 

gae cag get ctt gtt ggg atg tge gta aac gag aga cat tpc gtg aag 

Asp Gin Ala Leu Val Gly Met Cys Val Asn Glu Arg M:q Val Lys 

95 100 105 / / / 110 



att ece cca aag ctt gcc tac gga aat gaa aga gtrt 
He Pro Pro Lys Leu Ala Tyr Gly Asn Glu Arg Va 
115 120 



ece ccc aat tea gtg ctt cat ttt gat gta cllt (Mr$ atg gat att tgg 

Pro Pro Asn Ser Val Leu His Phe Asp Val I^eu Leu Met Asp He Trp 
130 135 / 140 

aat tct gaa gac cag gtt cag att eac ^e tat ttc aag ece ccg agt 

Asn Ser Glu Asp Gin Val Gin He His /Thr Tyr Phe Lys Pro Pro Ser 
145 150 / 155 





:ct g^t gtg ate 
Ly Val He 



603 



tge cct egg aec ate cag gtg tct g^at ttt gtg agg tac cac tac aac 
Cys Pro Arg Thr He Gin Val Ser/Asp Phe Val Arg Tyr His Tyr Asn 
160 165 / 170 



/ 



ggg acg ttc ctg gae gga act ctg ttt gat teg agt cac aat cgc atg 
Gly Thr Phe Leu Asp Gly Thr/Leu Phe Asp Ser Ser His Asn Arg Met 
175 180 / 185 190 



651 



699 



aaa aca tat gac acg tat gtg gga att ggc tgg ctg att cct gga atg 
Lys Thr Tyr Asp Thr Tyr/Val Gly He Gly Trp Leu He Pro Gly Met 
195 200 205 



747 



gat aaa ggg ctg ctg ggg atg tgt gtg ggt gag aag cgc ate ate acc 
Asp Lys Gly Leu Leu Gly Met Cys Val Gly Glu Lys Arg He He Thr 
210 215 220 



795 



att cct cct ttt ctg gcc tat gga gag gat gga gat ggg aaa gac att 
He Pro Pro Phe Leu Ala Tyr Gly Glu Asp Gly Asp Gly Lys Asp He 
225 ' 230 235 



843 



ccc ggt cag gca tct ctg gtg ttt gat gtt gea tta ttg gae etc cat 
Pro Gly Gin Ala Ser Leu Val Phe Asp Val Ala Leu Leu Asp Leu His 
240 245 250 



891 



aac ece aag gac age att tec att gag aac aag gta gta cct gaa aac 
Asn Pro Lys Asp Ser He Ser He Glu Asn Lys Val Val Pro Glu Asn 
255 260 265 270 



939 



tgt gag egg ata agt caa agt ggg gac ttt etc acg tat cat tac aat 
Cys Glu Arg He Ser Gin Ser Gly Asp Phe Leu Thr Tyr His Tyr Asn 
275 280 285 

ggc acg ctt ctg gat ggc acc etc ttt gat tec age tae tet egg aac 
Gly Thr Leu Leu Asp Gly Thr Leu Phe Asp Ser Ser Tyr Ser Arg As ' 
290 295 300 

cgc aeg ttt gae acg tac att ggg cag ggc tae gtg att cct ggo^atg 
Arg Thr Phe Asp Thr Tyr He Gly Gin Gly Tyr Val He Pro Gl^ Met 
305 310 315 

gat gaa ggt eta ctt ggt gtt tgc att gga gaa aag cga ang/att gtg 
Asp Glu Gly Leu Leu Gly Val Cys He Gly Glu Lys Arg Xaf He Val 
320 325 330 

gtc ccg cct cac ctg ggg tat gga gag gaa gga aga ggg >feat ate ecc 
Val Pro Pro His Leu Gly Tyr Gly Glu Glu Gly Arg Glw Asn He Pro 
335 340 345 / 350 

ggc teg get gtg ctg gtg ttt gac ate eat gtg ate ^ac ttc 
Gly Ser Ala Val Leu Val Phe Asp He His Val He/Asp Ph^ H 
355 360 



cct teg gac tee ate age ate aee tec cac tae araa ccc cot gac tgc 
Pro Ser Asp Ser He Ser He Thr Ser His Tyr /Lys Pro/Pro Asp Cys 
370 375 / ^ 380 




tea gtg ctg agt aag aag gga gat tae etc 
Ser Val Leu Ser Lys Lys Gly Asp Tyr Leu 
385 390 



aa tat cac tac aat gee 
^ys Tyr His Tyr Asn Ala 
395 



tea ctt ctg gat ggg acc ctg ctg gac 
Ser Leu Leu Asp Gly Thr Leu Leu Asp 
400 405 



aeg tgg aat tta ggc aaa 
5er Thr Trp Asn Leu Gly Lys 
410 



act tae aat att gtt ctg gga tct 
Thr Tyr Asn He Val Leu Gly Ser 
415 420 



gfig caa gtt gtg ttg ggg atg gac 
;iy Gin Val Val Leu Gly Met Asp 
425 430 



atg ggt etc aga gag atg tgc gl^t ggc gag aaa egg aca gtg ate att 
Met Gly Leu Arg Glu Met Cys Val Gly Glu Lys Arg Thr Val He He 
435 / 440 ' 445 



ccg cct cac ctg ggc tat 
Pro Pro His Leu Gly Tyr 
450 



gdg gaa get ggc gtg gat gga gaa gtg ccc 
fly Glu Ala Gly Val Asp Gly Glu Val Pro 
455 460 



ggc agt gee gta tta gt/g ttt gac att gag cts ctg gag ctg gtg get 

Gly Ser Ala Val Leu Vel Phe Asp He Glu Xaa Leu Glu Leu Val Ala 

465 / 470 475 

ggc ctt cct gag ggi§ tac atg ttc ata tgg aat ggt gag gtg tea ccc 

Gly Leu Pro Glu Gly Tyr Met Phe He Trp Asn Gly Glu Val Ser Pro 

480 / 485 490 

aac etc ttt gaa/ gaa att gac aag gat ggc aac gga gaa gtc etc ctg 

Asn Leu Phe Gl^ Glu He Asp Lys Asp Gly Asn Gly Glu Val Leu Leu 



1035 



1083 



1131 



1179 



1227 



1275 




1323 



1371 



1419 



1467 



1515 



1563 



1611 



1659 



495 



500 



505 



510 



gaa gag ttc tea gag tac att cac gee cag gtg gea tct ggc aaa ggg 
Glu Glu Phe Ser Glu Tyr He His Ala Gin Val Ala Ser Gly Lys Gly 



1707 



515 



12 

520 



aaa etc get cct ggc ttt gat get gag ctg att 
Lys Leu Ala Pro Gly Phe Asp Ala Glu Leu He 
530 535 

ttcaccaacc aggaccggaa tggagatggg aaggtcacag 

gaccaggaag ccaaacacga tgtaactcta aacctggcat 

agtacgtgac accaagccac ctgtgtggma agacgtgcar 

tcagaagttt gcatceatta gccagtagta ggtggggtca 

tcggggtggg ttgatatatg gggtgagaag tttgggctga 

aatetgtgnc agagggcctt ageatgggat gtgtccagta 

gccaaccatg atttgtgagc cttctgggaa attttgttat 

agacggaagt tataatcatc ttggaggaac cataagaaaa 

aaagagggtt aaattttttt ttaacttgct ggttaaaaca 

tgggcaggag agtcaaaggg cttgcttgcc ccagcagagt 

tattcccagc agectgtgca aattctgatg atggcccc 

acatcawgct tttccagctc atcacacccc gccccaminn 

atnanttgga ggntaaaaga gccttttgga cagaa4actg 

gaccacaaat agagaatttg attcgtcatt tgocacanaa 

tttccttnan ananatttna nttttttctg a6ggcagagt 

gagtgcagtg gtgccatctc ggctcactgc/agcactgtct 

ctcccgtatt caagcgattc tcctgtctota gcctcctgag 

caccaccacg cccggctaat ttttgtattt ttagtagaga 

caggatggtc tcaatctcga cttcgcgatc cgcccacctt 

ttacaggcgt gactcaccat gccpaqccac ttagtttttt 

ccatagaaca tettttttat ctrtccctgaa ccatatwgat 

mtgggccccg ctggtcactc yaaeagagtat ttcccttggc 

aatagatgag ctgctgagta tcaacaaggt gacatttttc 

gagacggtgg taccctga^g gcagaggcca gtgccgcaag 

gecgacctga ttcctg«atc atggaataac cacatggcta 

aatggtggtg gcaetcatec tgaagtcgtc aatgacttee 

actaatttaa act^tttgt actgatgtag ccctgaggta 

ctcattccat ggaataaatg ttggaaagct catcttttct 



525 

gtg aag aat atg 
Val Lys Asn Met 
540 

ccgaggaatt taaactcara 1812 

gaaccagatg gtgco^gggg 1872 

ttgarggtgc aag^ggtctc 1932 

catagtacct ofgtgtacaca 1992 

tcgccagtgar tagtaaacaa 2052 

ttcgaccc/ac gcgtccgcnt 2112 

taaag^^aata Jfe^agtgtnc 2172 

ggtgtce^g gtatctatat 2232 

tyttagaaaj?^ attctagaga 2292 

jcaga cagccatgga 2352 

:cccgcacac ggcacacgnc 2412 

gggcctacca ttaatagngt 2472 

ggccaggnaa aggcatntca 2532 

gtcatctgnt tagcttntcc 2592 

ctccctttgt cgccaggctg 2652 

cggctcactg cagcktccgc 2712 

tagctgggas tacaggtgtg 2772 

eggggtttca ctgtgttggc 2832 

ggcctcccaa agtgttggga 2892 

cttattccca cctttctatc 2952 

gagataaata gggctggggg 3012 

cgagatggaa gttttgtccc 3072 

tgctgcccat ttgtgtectg 3132 

acagcaatga cagtccacct 3192 

ccttctatcc tctgttccca 3252 

ctttgaaact actttatttt 3312 

gttcatgaaa atgctgtgca 3372 

gatataaaat gttgaatgat 3432 



% 



% 
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aaaaaaaaaa aaaaaaaaa 



<210> 6 
<211> 541 
<212> PRT 

<213> Homo sapiens 



<400> 6 

Met Ala Phe Arg Gly Trp Arg Pro Pro Pro Pro Pro Leu 
1.5 10 



Leu heu Leu 



Leu Leu Trp Val Thr Gly Gin Ala Ala Pro Val Ala Gly Leu/Gly Ser 
20 25 3^ 

Asp Ala Glu Leu Gin lie Glu Arg Arg Phe Val Pro Asp ;^lu Cys Pro 
35 4 0 45/ 



Arg Thr Val Arg Ser Gly Asp Phe Val Arg Tyr His T/r 
50 55 60 



Val Gly^hr 



Phe Pro Asp Gly Gin Lys Phe Asp Ser Ser Tyr 
65 70 75 



As 



Phe Asn Val Phe Val Gly Lys Gly Gin Leu Ile/Thr 
85 90 



Ala Leu Val Gly Met Cys Val Asn Glu Arg ^rg Phe Val 
100 105 




Asp Gin 
95 

Lys lie Pro 
110 



Pro Lys Leu Ala Tyr Gly Asn Glu Arg Vafl Ser Gly Val 
115 120 / 125 



lie Pro Pro 



Asn Ser Val Leu His Phe Asp Val Leur Leu Met Asp lie Trp Asn Ser 

130 135 / 140 

Glu Asp Gin Val Gin lie His Thr /Tyr Phe Lys Pro Pro Ser Cys Pro 

145 150 / 155 160 

Arg Thr lie Gin Val Ser Asp efie Val Arg Tyr His Tyr Asn Gly Thr 
165 / 170 175 

Phe Leu Asp Gly Thr Leu Phfe Asp Ser Ser His Asn Arg Met Lys Thr 

180 / 185 190 

Tyr Asp Thr Tyr Val GlV lie Gly Trp Leu lie Pro Gly Met Asp Lys 

195 / 200 205 



Gly Leu Leu Gly Met Cys Val Gly Glu Lys Arg lie lie 
210 / 215 220 



Thr lie Pro 



Pro Phe Leu Ala T^r Gly Glu Asp Gly Asp Gly Lys Asp lie Pro Gly 

225 / 230 235 240 

Gin Ala Ser Leiy Val Phe Asp Val Ala Leu Leu Asp Leu His Asn Pro 

245 250 255 

Lys Asp Ser l/le Ser lie Glu Asn Lys Val Val Pro Glu Asn Cys Glu 

160 265 270 



Arg lie Ser/ Gin Ser Gly Asp Phe Leu Thr Tyr His Tyr Asn Gly Thr 
27^ 280 285 



% 
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Leu Leu Asp Gly Thr Leu Phe Asp Ser Ser Tyr Ser Arg Asn Arg Thr 

290 295 300 

Phe Asp Thr Tyr lie Gly Gin Gly Tyr Val lie Pro Gly Met Asp Glu 
305 310 315 320. 

Gly Leu Leu Gly Val Cys lie Gly Glu Lys Arg Xaa lie Val Val P^ 
325 330 335 

Pro His Leu Gly Tyr Gly Glu Glu Gly Arg Gly Asn lie Pro Giy" Ser 
340 345 350 

Ala Val Leu Val Phe Asp lie His Val lie Asp Phe His Asn/Pro Ser 
355 360 365 

Asp Ser lie Ser lie Thr Ser His Tyr Lys Pro Pro Asp j/ys Ser Val 

370 375 380 

Leu Ser Lys Lys Gly Asp Tyr Leu Lys Tyr His Tyr A^n Ala Ser Leu 
385 390 395 / 400 

Leu Asp Gly Thr Leu Leu Asp Ser Thr Trp Asn Le\/ Gl\/iiys Thr Tyr 
405 410 / / / 41J 



Asn He Val Leu Gly Ser Gly Gin Val Val Leu/GJ^ 
420 425 



Met Gly 



430 



Leu Arg Glu Met Cys Val Gly Glu Lys Arg t\\ic Val He He Pro Pro 

435 440 / 445 

His Leu Gly Tyr Gly Glu Ala Gly Val A^p Gly Glu Val Pro Gly Ser 

450 455 / 460 

Ala Val Leu Val Phe Asp He Glu Xa^ Leu Glu Leu Val Ala Gly Leu 

465 470 / 475 480 

Pro Glu Gly Tyr Met Phe He Trr/ Asn Gly Glu Val Ser Pro Asn Leu 

485 / 490 495 

Phe Glu Glu He Asp Lys Asp /&ly Asn Gly Glu Val Leu Leu Glu Glu 

500 / 505 510 

Phe Ser Glu Tyr He His A^a Gin Val Ala Ser Gly Lys Gly Lys Leu 

515 / 520 525 

Ala Pro Gly Phe Asp A^a Glu Leu He Val Lys Asn Met 

530 / 535 540 



<210> 7 
<211> 1251 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (1166) 



<400> 7 

ac acg tat ggg gaa att ggc tgg ctg att cct gga atg gat aaa ggg 47 
Thr Tyr Gly Glu He Gly Trp Leu He Pro Gly Met Asp Lys Gly 



% 



15 



10 



15 



III III III s cf. z III "1 1 - 'i: III % It 
- \% i s III - i'^ - i - 

35 ^ 

ira s f.! s f. - - "f- 
s sf. III ^r. SI f.! ti s r„ cS^ts i% 

65 '^^ / 

ctt 
r Leu 
95 



til '£ ill '£ in III - - -a - 'i^'' 

80 



ctq gat ggc acc etc ttt gat tec age tac tct egg 
III ASP lly Thr Leu Phe Asp Ser Ser Tyr Ser A^ 
100 ^ 



gac acg tac att ggg cag ggc tac gtg att ccj 
ASP Thr Tyr He Gly Gin Gly Tyr Val He P/o 
115 -^^^ 




cgc acg ttt 
sn Arg Thr Phe 
110 



atg gat gaa ggt 
Met Asp Glu Gly 
125 



Ota ctt ggt gtt tgc att gga gaa aag cc 
Leu Leu Gly Val Cys He Gly Glu Lys 
130 -^^^ 



agg att gtg gtc ccg act 
Arg He Val Val Pro Pro 
140 



95 



/i43 



191 



239 



287 



335 



383 



431 



cac Gtg ggg tat gga gag gaa gga 
His Leu Gly Tyr Gly Glu Glu Gly 
145 



ggg aat ate ccc ggc teg get 
jfrg Gly Asn He Pro Gly Ser Ala 
155 



gtg ctg gtg ttt gac ate eat 
Val Leu Val Phe Asp He His 
160 



qtq ate gac ttc cac aac cet teg gac 
Tal He Asp Phe His Asn Pro Ser Asp 
170 -^^^ 



tec ate age ate acc tec 
Ser He Ser He Thr Ser 
180 



Jo tac aaa ccc cet gac tgc tea gtg ctg 
(is Tyr Lys Pro Pro Asp Cys Ser Val Leu 
185 



agt aag aag gga gat /c etc aaa tat cac tac aat gee tea ctt ctg 
Ser Lys Lys Gly Asp/Tyr Leu Lys Tyr Hrs Tyr 
195 / 

/g gac tee acg tgg aat tta ggc aaa act tac aat 
Leu Asp ser Thr Trp Asn Leu Gly Lys Thr Tyr Asn 
215 220 



gat ggg ace ctg 
Asp Gly Thr Leu 
210 



att gtt ctg 
He Val Leu 
225 



- Ill III I" ti ti ixi III III r,; III III 

230 2-^^ 



aga gag a^g tgc gtt ggc gag aaa egg aca gtg ate att ccg cet cac 
Arg Glu M4t Cys Val Gly Glu Lys Arg Thr Val He 
240 / 



479 



527 



575 



623 



671 



719 



767 



% 
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ctg ggc tat ggg gaa get ggc gtg gat gga gaa gtg ccc ggc agt gcc 
Leu Gly Tyr Gly Glu Ala Gly Val Asp Gly Glu Val Pro Gly Ser Ala 
260 265 270 



815 



gta tta gtg ttt gac att gag ctg ctg gag ctg gtg get ggc ctt cct 
Val Leu Val Phe Asp lie Glu Leu Leu Glu Leu Val Ala Gly Leu Pro 
275 280 285 



f63 



gag ggg tac atg ttc ata tgg aat ggt gag gtg tea ccc aac etc t^t 
Glu Gly Tyr Met Phe lie Trp Asn Gly Glu Val Ser Pro Asn Leu /he 
290 295 300 



911 



gaa gaa ate aac aag gtg aca ttt ttc tgc tgc cca ttt gtg t/cc tgg 
Glu Glu lie Asn Lys Val Thr Phe Phe Cys Cys Pro Phe Val/Ser Trp 
305 310 315 



959 



aga egg tgg tac cct gaa ggc aga ggc cag ctg ccg caa ygac age aat 
Arg Arg Trp Tyr Pro Glu Gly Arg Gly Gin Leu Pro Gin/ Asp Ser Asn 
320 325 330 / ^ 335 



1007 



gac agt cca cct gcc gac ctg att cct gea tea tggy 
Asp Ser Pro Pro Ala Asp Leu lie Pro Ala Ser Trj? 

340 345 



^ac cac atg 
fn Asn His Met 
350 



1055 



get ace ttc tat cct ctg ttc cca aat ggt 
Ala Thr Phe Tyr Pro Leu Phe Pro Asn Gly 
355 360 



ggty/y^Qc ap^fe^tat cct gaa 
rhr Tyr Pro Glu 
365 



1103 



gtc gtc aat gat ttc cct ttg aaa eta ety tat ttt act aat tta aac 
Val Val Asn Asp Phe Pro Leu Lys Leu he^ Tyr Phe Thr Asn Leu Asn 
370 375 / 380 



1151 



tat ttt gta ctg atg tagecctgag gta^ttcatg aaaaatgctg tgcactcatt 
Tyr Phe Val Leu Met 
385 



1206 



ccatgggaat aaatgttggg aaagctga^a aaaaaaaaaa aaaaa 



1251 



<210> 8 
<211> 388 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Thr Tyr Gly Glu lie G^y Trp Leu lie Pro Gly Met Asp Lys Gly Leu 
1 5/ 10 15 

Leu Gly Met Cys Va/ Gly Glu Lys Arg lie lie Thr lie Pro Pro Phe 
20 / 25 30 

Leu Ala Tyr Gly/Glu Asp Gly Asp Gly Lys Asp lie Pro Gly Gin Ala 
35 / 40 45 

Ser Leu Val /he Asp Val Ala Leu Leu Asp Leu His Asn Pro Lys Asp 
50 / 55 60 

Ser lie SeA lie Glu Asn Lys Val Val Pro Glu Asn Cys Glu Arg lie 
65 / 70 75 80 



Ser Gin ^er Gly Asp Phe Leu Arg Tyr His Tyr Asn Gly Thr Leu Leu 
85 90 95 



% 



t 



17 



Asp Gly Thr Leu Phe Asp Ser Ser Tyr Ser Arg Asn Arg Thr Phe Asp 
100 105 110 

Thr Tyr lie Gly Gin Gly Tyr Val He Pro Gly Met Asp Glu Gly Leu/ 
115 120 125 

Leu Gly Val Cys He Gly Glu Lys Arg Arg He Val Val Pro Pro /is 
130 135 140 

Leu Gly Tyr Gly Glu Glu Gly Arg Gly Asn He Pro Gly Ser A^a Val 
145 150 155 / 160 

Leu Val Phe Asp He His Val He Asp Phe His Asn Pro Se^ Asp Ser 
165 170 / 175 



He Ser 



Lys Lys 



Gly Thr 
210 

Val Leu 
225 



He Thr Ser 
180 

Gly Asp Tyr 
195 

Leu Leu Asp 
Gly Ser Gly 



His Tyr Lys Pro Pro Asp Cys Sey Val Leu Ser 
185 / 1^ 

Leu Lys Tyr His Tyr Asn Ala/Sef Leu Leu Asp 
200 / 2^5 



Ser Thr Trp Asn Leu Gly 
215 




Tyr Asn He 



Gin Val Val Leu Gly M^t Asp Met Gly Leu Arg 
230 i35 240 



Glu Met Cys Val Gly Glu Lys Arg Thr Vad. He He Pro Pro His Leu 
245 360 255 

Gly Tyr Gly Glu Ala Gly Val Asp GW Glu Val Pro Gly Ser Ala Val 
260 265 270 

Leu Val Phe Asp He Glu Leu Leu /Glu Leu Val Ala Gly Leu Pro Glu 
275 28/ 285 

Gly Tyr Met Phe He Trp Asn G'ly Glu Val 'Ser Pro Asn Leu Phe Glu 
290 295/ 300 

Glu He Asn Lys Val Thr PJ<e Phe Cys Cys Pro Phe Val Ser Trp Arg 
305 310 / 315 320 

Arg Trp Tyr Pro Glu Gl/ Arg Gly Gin Leu Pro Gin Asp Ser Asn Asp 
325 / 330 335 

Ser Pro Pro Ala Asp/Leu He Pro Ala Ser Trp Asn Asn His Met Ala 
340 / 345 350 

Thr Phe Tyr Pro I/eu Phe Pro Asn Gly Gly Gly Thr Tyr Pro Glu Val 
355 / 360 365 



Val Asn Asp Phe Pro Leu Lys Leu Leu Tyr Phe Thr Asn Leu Asn Tyr 
370 / 375 380 



Phe Val Leu /Met 
385 / 



